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SEQ ID NO: 1 

ATGGAGGGGGAGCCCTCCCAGCCTCCCAACAGCAGTTGGCCCCTAAGT 

CAGAATGGGACTAACACTGAGGCCACCCCGGCTACAAACCTCACCTTC 

TCCTCCTACTATCAGCACACCTCCCCTGTGGCGGCCATGTTCATTGTG 

GCCTATGCGCTCATCTTCCTGCTCTGCATGGTGGGCAACACCCTGGTC 

TGTTTCATCGTGCTCAAGAACCGGCACATGCATACTGTCACCAACATG 

TTCATCCTCAACCTGGCTGTCAGTGACCTGCTGGTGGGCATCTTCTGC 

ATGCCCACCACCCTTGTGGACAACCTCATCACTGGGTGGCCCTTCGAC 

AATGCCACATGCAAGATGAGCGGCTTGGTGCAGGGCATGTCTGTGTCG 

GCTTCCGTTTTCACACTGGTGGCCATTGCTGTGGAAAGGTTCCGCTGC 

ATCGTGCACCCTTTCCGCGAGAAGCTGACCCTGCGGAAGGCGCTCGTC 

ACCATCGCCGTCATCTGGGCCCTGGCGCTGCTCATCATGTGTCCCTCG 

GCCGTCACGCTGACCGTCACCCGTGAGGAGCACCACTTCATGGTGGAC 

GCCCGCAACCGCTCCTACCCTCTCTACTCCTGCTGGGAGGCCTGGCCC 

GAGAAGGGCATGCGCAGGGTCTACACCACTGTGCTCTTCTCGCACATC 

TACCTGGCGCCGCTGGCGCTCATCGTGGTCATGTACGCCCGCATCGCG 

CGCAAGCTCTGCCAGGCCCCGGGCCCGGCCCCCGGGGGCGAGGAGGCT 

GCGGACCCGCGAGCATCGCGGCGCAGAGCGCGCGTGGTGCACATGCTG 

GTCATGGTGGCGCTGTTCTTCACGCTGTCCTGGCTGCCGCTCTGGGCG 

CTGCTGCTGCTCATCGACTACGGGCAGCTCAGCGCGCCGCAGCTGCAC 

CTGGTCACCGTCTACGCCTTCCCCTTCGCGCACTGGCTGGCCTTCTTC 

AACAGCAGCGCCAACCCCATCATCTACGGCTACTTCAACGAGAACTTC 

CGCCGCGGCTTCCAGGCCGCCTTCCGCGCCCGCCTCTGCCCGCGCCCG 

TCGGGGAGC CACAAGGAGGC CTACT CCGAGCGGC CCGGCGGGCTTCTG 

CACAGGCGGGTCTTCGTGGTGGTGCGGCCCAGCGACTCCGGGCTGCCC 

TCTGAGTCGGGCCCTAGCAGTGGGGCCCCCAGGCCCGGCCGCCTCCCG 

CTGCGGAATGGGCGGGTGGCTCACCACGGCTTGCCCAGGGAAGGGCCT 

GGCTGCTCCCACCTGCCCCTCACCATTCCAGCCTGGGATATCTGA 
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SEQ ID NO: 2 

MEGEPSQPPNSSWPLSQNGTNTEATPATNLTFSSYYQHTSPVAAMFIV 
AYALI FLLCMVGNTLVCF I VLKNRHMHTVTNMF I LNLAVSDLLVGI FC 
MPTTLVDNLITGWPFDNATCKMSGLVQGMSVSASVFTLVAIAVERFRC 
IVHPFREKLTLRKALVTIAVIWAIALLIMCPSAVTLTVTREEHHFMVD 
ARNRSYPLYSCWEAWPEKGMRRVYTTVLFSHIYLAPLALIVVMYARIA 
RKLCQAPGPAPGGEEAADPRASRRRARWHMLVMVALFFTLSWLPLWA 

LLLL I D YGQL S APQLHLVT VYAF P FAHWLAFFNS SANP 1 1 YGYFNENF 
RRGFQAAFRARLCPRPSGSHKEAYSERPGGLLHRRVFVWRPSDSGLP 
SESGPSSGAPRPGRLPLRNGRVAHHGLPREGPGCSHLPLTIPAWDI 

Fig. 3 

SEQ ID NO: 3 

5 * - CACCTTCTCCTCCTACTATCAGCAC - 3 * 
SEQ ID NO: 4 

5 " - CCTCCCCTGTGGCGGCCAT - 3 ** 



Fig.5 

SEQ ID NO: 5 

5 *" -GCGCATAGGCCACAATGAA- 3 " 



